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Cloning and sequence analysis of VP1 gene fragment from a strain of 


infectious flacherie virus isolated in Zhejiangl] China 

MAN Na-Na[] LU Qi-Neng[] JIN Weil] ZHANG Fan[] LU Xing-Meng[] Laboratory of Invertebrate Pathology[] 
College of Animal Sciences[] Zhejiang University[] Hangzhou 310029[] China[] 

Abstract[] BmIFV-CHNOOI is the first strain of infectious flacherie virus isolated in China. In this study[] the 
sequence of VPl gene fragment coding the main structural protein of BmIFV-CHNOO1 was amplified. 
Subsequent cloning and sequencing showed that the sequence fragment was 906 nucleotides in length. 
Comparison with the VP1 gene of the published Japanese strain indicated that the nucleotide sequence 
similarity was 99.3% while the amino acid sequence similarity was up to 10096[]suggesting that BmIFV- 
CHNO01 was highly homologous to the Japanese strain. Amino acid sequences alignment was performed based 
on the main structural proteins from BmIFV-CHNOO! and other six viruses belonging to the same genus[] 
Iflavirus. A phylogenetic tree was constructed. The results showed that there were close relationships among 
the seven viruses[] while BmIFV-CHNOOI had the closest relationship with the sacbrood virus of the honey bee. 
Key words|] Bombyx mori[] infectious flacherie virus] VP1 gene fragment[] structural protein[] cloning[] 


sequence analysis 
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Table 1 The genome of seven insect viruses used 





for alignment and evolution analysis 
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Fig. 2 Identification of recombinant plasmid by PCR 
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Fig. 4 Nucleotide sequence and amino acid sequence of VP1 gene fragment from BmIFV-CHNO0OI 


DWU 590 RPUGUUSSHFHQURGSLEVRFDIIRSQFHTGRLIUGVUPGLTASLQLQHDYHKLKSSSYU 

KU 5390 RPUGUUSSHFHQURGSLEYRFDI IASQFHTERL IUCVUPCLTASLQQQMDYHKLKSSSYU 

UDU 590 RPUGUUSSHFHQURGSLEVRFDIIRSQFHTGRLIUGVUPGLTASLQRQHDYHKLKSSSYU 

PnPU 741 TPMARLAGQYGGYHGDLEMRL TF RUSKFHSGRIF IUPSPDUUPTFDNIGRYYS------U 

EoPU 743 TPHRRLSGQVGGYHGDHEHRLTFAUSKFHSGRUF IUPSPDUUPTFDNIGAVVN-—----— 

SBU 528 TPMEYUTGLYNF USGPIELRFDFUSNAFHTGTUIISREYNRSSTHTDECQSHS- -- TVTK 

BnIFU 575 PPUTVISQLFQGYTGELEVEF IPUKTRRHNFSILURFUP--FDGEPGNTTFRQRLSCHVK 
SO 22 2 I9 l4 25 *. 2:2 . 

buu UFDLQESNSF IFEUPVUSYRPUUURKYGGNVLPSSTDRPSTLFMYUQUPLIPMEAUSDTI 

KU UFDLQESNSFTFEUPVUSVRPUUURKVGGNYLPSSTDROPSTLFHMYUQUPLTPMERUSDTI 

UDU UF DLQESNSF TFEUPYUSYRPWWURKYGGNYLPSSTDAPSTLFMYUQUPLIPMEAUSDTI 

PnPU LLDUQDQSUVTFKTPYQRPTPVUP------- LFEALQGDNGUF UL PPGGPS TNAUCHAYG 

EoPU LLDUQDQSUVTFKIPVQUPTPYRP-—------ IFESLQGDIGTFLTP-AUSAGNURCHAYG 

SBU TFHL GEQKSUHF TUPY IVDTUURRN- - - --- TASAYL PUTDYDKUDNUSRAQAHGIRAES 

BnIFU IIDFRTNSAGUFTUPFUSNSHFRSYTGTESSFHMFRARNLNTTTYTSPTIGGGLTUGPFRAU 
See a ze: z . 

DWU DIN--UYURGGSSFEUCUPUQPSL GL NUNTDF TI RNDEEYRAKTEYAPYYAG 

KU DIN--UVURGGSSFEUCUPUQPSLGLNUNTDF ILRNDEEYRAKTGYAPYYAG 

UDU DIN--UVURGGSSFEUCUPUQPSLGLNUNTDF ILRNDEEYRAKNGYAPYYAG 

PnPU YUS--IFUEN--QLRUHQTRAPTI----DULRELRGADNFHLULPARGGKFRS 

koPU FUS--IFUEN--QLRUHQTRAPTI----DULUELRGADNFHLULPRGGKERS 

SBU KHR--UKURUUNULRPURSTTSTI----EULUVHMRGGKNVALHGLKQSTYUP 

BniFU 


KDPGKUSUFMLHPLHPTPIURPEI----EIIUKLRGRKNIQE T IPSQPRERT 


zd oi Sans E ats e 





05 00000 vaig 00 00000000000 


Fig. 5 Partial conserved regions of amino acid sequences of VP1 genes of seven insect viruses 
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Fig. 6 Phylogenetic tree based on conserved regions in amino 
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